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LISM 
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h y h :7 r >iy > : tryptoph 
an synthase 
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YGR180C 


01. 03. 07 


y^^^y h : ribonucleotide reducta 

se small sub unit 
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T M^^o ^ y r >^ 3 ^/umM 

: arom pentaf unct ional enzyme 
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J 4 /l>-CoA --r y 7< ^ : delta3-ci 
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-v- U :^ /W-CoA : ACP h^>^X:7:t^ — 
if : malonyl-CoA : ACP transferase 
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later 
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ij? y i>>'y'N— ^ T— : Uridine perm 

ease 
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on activator 
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rulat ion-specif ic chitin deacetyl 
ase 
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se 
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NG 
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^ ^ y h : ribonucleotide reductas 
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t^iS;^ ^ ^-^"^ ^ : nuclear migration 
protein 
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03. 03. 01 


ffii^S T*)^^)" : component of the 
anaphase promoting complex 
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03. 03. 02 


Glc7p y^y^>-y^ /v^^^y'^L - 
h : potential regulatory subunit fo 
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ATF/CREB SttHT- : ATF/CREB activat 
or 


DEL022 
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CDK-i?--f ^ y y^i^^^t^^i^ : diverge 
nt CDK-cyclin complex 
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03. 03. 04. 

05 


r>i7^ — h^r^ l^y^ ^ : outer k 

inetochore protein 
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03. 03. 01 


UUnmU^^^l^^^^ :cell cycle ar 

rest protein 
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05 


Tf>^ — V ^ >^y< ^ : outer k 
inetochore protein 
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03. 03. 01 


^^iy>^^^ l^^^^ : kinesin-relat 
ed protein 
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-A 


03. 03. 01 


: regulator of exocytosis and pse 
udohyphal differentiation 
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03. 03. 02 


^ i^>':7 ;t ^ :7 ^ —if: Protein t 
yrosine phosphatase 
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YLR234W 


03. 03. 01 


DNA h TK-f y ^ — if III : DNA topois 
omerase III 
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03. 03. 03 


Mfl^:57-^t^ M-^ : involved in cytokin 
esis 
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TFIIF ^y':=^:^y h ($5^>r ^ 
— i/3 30 kD : TFIIF sub 
unit (transcription initiation f 
actor) , 30 kD 


04 . . TRANS 
CRIPTION 


DEL012 


YGR006W 


04. 05. 05. 0 

1 


U5 snRNA-MiS ^ >'^^:^ H : U5 snRN 
A ass o c i a t e d p r o t e i n 


DEL019 


YIL036W 


04. 05. 01. 0 
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ATF/CREB SttHT- : ATF/CREB acti 
vator 


DEL021 


YKR082W 


04. 07 


tSfl^TL^ : nuclear pore pro 
tein 


DEL022 


YLR226W 


04. 05. 01. 0 

4 


CDK-^^ ^ y V-^^HSft^S^ft: : dive 

rgent CDK-cyclin complex 


DEL026 


YML112W 


04. 05. 01. 0 
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— if^ y : carboxy- 
terminal domain (CTD) kinase, ga 
mma subunit 
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YMR021C 


04. 05. 01. 0 
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^M^R^SttH^ : metal binding 
act ivator 


DEL031 


YAL021C 


04. 05. 01. 0 
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$s^pJiMH^ : transcriptional re 
gulator 


DEL033 


YDR195W 


04. 05. 05 


RNA 3'^^S W^^^ n : R^A 3'^ 
-end formation protein 


DEL049 


Y0L068C 


04. 05. 01. 0 
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itfeT-WSO^ >'^^^K : silencing 
prote i n 


DEL055 


YBR279W 


04. 05. 01. 0 
4 


DNA-(g#tt RNA /K y — if II 
PSnH^ : DNA-directed RNA polym 
erase II regulator 


DEL058 


YGL070C 


04. 05. 01. 0 
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DNAiS^tt RNA ;Ky7«— if II, 
14.2 KD ^y'^^:^y h : DNA-direc 
ted RNA polymerase II, 14.2 KD s 
ubunit 


DEL059 


YGL071W 


04. 05. 01. 0 
4 


i^iagnte^Sflft'JBT- : iron-regulat 
ed transcriptional repressor 


DEL060 


YGL222C 


04. 05. 05. 0 
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mRNA ^^Y y ^^l^^^i^m : stimu 
lates mRNA decapping 


DEL064 


YHL025W 


04. 05. 01. 0 
4 


$R^T^{^\M^ : global trans or ipti 
on activator 


DEL071 


YLR266C 


04. 05. 01. 0 

4 


$K^H^ (ilSfiy.) : weak similar 
ity to transcription factors 
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DEL082 


YPL129W 


04. 05. 01. 01 


3 VB^), 30 kD :T 
FIIF subunit (transcription 
initiation factor), 30 kD 


05 . . PROTE 
IN SYNTHESI 

S 


DEL015 


YBL058W 


05. 07 


Glc7p T^v- l^iy^/^M W^y 
^ S ; potential regulato 

ry subunit for Glc7p 


DEL044 


YLR287C-A 


05. 01 


40S /M^y^^:y h y /i^ y — 
J^^lyj<^ : 40S small subuni 
t ribosomal protein 


DEL062 


YGR084C 


05. 01 


> y" ^ ^ :y h : mi to 
chondrial ribosomal protein 
, small subunit 


DEL077 


YLR344W 


05. 01 


60S x^y^^y h y /i< y — 

^ : 60S large subuni 

t ribosomal protein 


. X -7^ ^' ^ 

06 . . PROTE 
IN FATE (fo 
Iding, modi 
fication, d 
est inat ion) 


DEL007 


YKL080W 


06. 10 


mJISH+-ATPr — if VI Ky-f 
V 42 KD '^^^:=L-y S : H+-A 
TPase VI domain 42 KD subun 

i t , \'a ■: Li a r" 


DEL008 


YLR447C 


06. 10 


?flfl&H+-ATPr — i?vo Ky y-^ 

36 KD i^:7^zL- vy \. . H+-ATPa 
se VO domain 36 KD subunit, 
vacuolar 


DELOll 


YGL240W 


06. 07 
06. 13. 01 


^W-iStiHT-^^^ : component 

of the anaphase promoting c 
omplex 


DEL013 


YGR105W 


06. 10 


ATPr— if F^ilr-^v-y y — ^ 

V^^^yK : ATPase assembly in 
tegral membrane protein 


DEL018 


YGL206C 


06. 04 


y y h y > filM : clathrin hea 
vy chain 


DEL020 


YKL119C 


06. 10 


H+-ATPr — if T :y ir i^y^ y — 
y y^-^y K : H+-ATPase assemb 
ly protein 


DEL034 


YDR414C 


06. 04 
06. 07 


F^BSttiMy y/^y K : putative 
transport protein of inner 

membranes 
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DEL040 


YHR060W 


06. 10 


ATPr— if Tirvr/y— ^ 

: vacuolar ATPase asse 
mbly protein 


DEL046 


YLR292C 


06. 04 


y h : ER protein-translocat ion 
c cm p 1 e X s u b unit 


DEL047 


YLR306W 


06. 07 


2^ t:'^^ ^Ih^o^^* : E2 ubiqui 
tin-conjugating enzyme 


DEL061 


YGL227W 


06. 13. 04 


t: h RANBPM NP_005484. 1 iWMB^ 
) : weak similarity to human R 
ANBPM NP_005484. 1 


DEL063 


YGR270W 


06. 13. 01 


26S ^ r y — A y'^ V 
: 26S proteasome subunit 


08 . . CELLUL 
AR TRANSPORT 
AND TRANSPO 
RT MECHANISM 

S 


DELOOO 


YPR036W 


08. 13 


rf^I^H+-ATPr--if VI V ~A ^ > 54 
KD h :H+-ATPase VI 
domain 54 KD subunit, vacuolar 


DEL002 


YDR027C 


08. 07 


VP51-54S^^1^:7^^^::^ Y'^'^Wik 

5^lJE:i^>S : subunit of VP51-54 c 
omplex, required for protein s 
orting at the yeast late Golgi 


DEL006 


YHR039C-A 


08. 13 


?f^l^H+-tt^ ATP r — if vo Ky 

13 KD y Y : H+-tr 
ansporting ATPase VO domain 13 
KD subunit, vacuolar 


DEL007 


YKL080W 


08. 13 


lflH^H+-tt^ ATPr — ifVl Kt^ ^ 
>42 KD -^y" :=L - y h : H+-ATPas 
e VI domain 42 KD subunit, vac 
uolar 


DEL008 


YLR447C 


08. 13 


?iSteH+-ttiM ATP T — if VO Ky< 
4 1^ 36 KD y h ; H+-AT 
Pase VO domain 36 KD subunit, 
vacuolar 


DEL018 


YGL206C 


08. 19 


^ V X jj VSIA : clathrin heavy 
chain 


DEL021 


YKR082W 


08. 01 


l^B^TL^V/^^ : nuclear pore p 
rot ein 


DEL046 


YLR292C 


08. 99 


ER^ v^^^ WflSMii^^i^:7^^:=^ 

y h : ER protein-translocation 
complex subunit 


DEL054 


YBL063W 


08. 22 


^^^iylym^M^ l^^^^ : kinesin- 
related protein 
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MM 

11. 07 . . det 

oxi f icat ion 


DEL014 


YJR104C 


11. 07 


Cu/Zn — ;r=3ri/ Ki>:^ 

— tf : copper-zinc superox 
ide dismutase 


DEL027 


YMR021C 


11. 01 


: metal bindi 

ng activator 


13 . . REGULA 
TION OF / IN 
TERACTION WI 
TH CELLULAR 
ENVIRONMENT 


DELOOO 


YPR036W 


13. 01. 01. 03 


f'^fl^H-H-ATPT — if VI K;?f-r>* 
54 KD ^y^:^:^y h:H+-ATPase 
VI domain 54 KD subunit, vacu 
olar 


DEL006 


YHR039C 

-A 


13. 01. 01. 03 


ATPT— if VO V :^ 
13 KD ^^=^:=.y ^ : H+-t 
ransporting ATPase VO domain 
13 KD subunit, vacuolar 


DEL007 


YKL080W 


13. 01. 01. 01 


rf?taH+-^^ ATPT— ifVl K;?^^ 
>42 KD i^y^:^:y h : H+-ATPa 
se VI domain 42 KD subunit, v 

acuolar 


DEL008 


YLR447C 


13. 01. 01. 03 


«teH+-ttill ATPr— if VO 

V 36 KD '^^^::=-y N : H+-A 
TPase VO domain 36 KD subunit 

, V; 1 LIT) 1 n v 


DEL059 


YGL071W 


13. 01. 01. 01 


i^Pfn$5^ft]^y ; iron-regu 
lated transcriptional repress 
or 


DEL065 


YIR026C 


13. 11. 03. 01 


^u-:ylyy:;^:^yr^ ^if : pro 
tein tyrosine phosphatase 


14 . . CELL F 
ATE 


DELOOl 


YDL151C 


14. 04. 03. 01 


nvolved in bipolar bud site s 
e lection 


DEL015 


YBL058W 


14. 04. 03. 01 


Glc7p 7t>'r ^ ;\-MW^y^ ^ 

y V : potential regulatory 

subunit for Glc7p 


DEL021 


YKR082W 


14. 04. 03. 05 


Glc7p i^Tlyiy'r^vm^'^^^^ 
^ y N : potential regulatory 
subunit for Glc7p 


DEL032 


YDL151C 


14. 04. 03. 01 


33^1l^4dJ^i^-r higfti;iM» : i 

nvolved in bipolar bud site s 
e lection 


DEL049 


Y0L068C 


14. 04. 03. 03 


Mi^^nU^ '^^^^W : silenci 
ng protein 


DEL057 


YDR363W 
-A 


14. 04. 03.01 


^j^ftMSn ' regulator of exocyt 
osis and pseudohyphal differe 
ntiat ion 
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DEL064 


YHL025W 


14. 04. 03. 0 

3 


^^a-tt^t^H^ : global transc 

ription activator 


DEL065 


YIR026C 


14. 04. 03. 0 

5 


^ iy>:7 :^ r 1^ : pro 
tein tyrosine phosphatase 




DEL073 


YLR307W 


14. 04. 03. 05 


H^^ff^ J^- ^ ^ > X T ^ ^ — 
if : sporulation-specif ic chit 

in deacetylase 




DEL080 


YMR032W 


14. 01 

14. 04. 03. 01 


*EBfl^:5j-St^K-^ : involved in c 
ytokinesis 


DEL082 


YPL129W 


14. 04. 03. 03 


iy^ — i^B V-HT-), 30 kD : TFI 
IF subunit (transcription in 
itiation factor), 30 kD 


m 

30 . . CONTRO 
L OF CELLULA 

R ORGANIZATI 
ON 


DEL002 


YDR027C 


30. 01 

30. 04. 03 


VP51-54^-^ft:^y''^:^ |# 

^ : subunit of VP 
51-54 complex, required for 
protein sorting at the yeast 
late Golgi 


DEL034 


YDR414C 


30. 01 


rtfl^#J3lc$^ HPutative t 
ransport protein of inner me 

mbranes 


DEL048 


YLR381W 


30. 10. 03 


T ^ ^ — =^-^ h ^ r : outer kin 
etochore protein 


DEL062 


YGR084C 


30. 16 


®, /hf-y^^ - vy : mitoc 
hondrial ribosomal protein, 
small subunit 


DEL080 


YMR032W 


30. 04 


: involved in c 

ytokinesis 


67 . . TRANSP 
ORT FACILITA 
TION 


DELOOO 


YPR036W 


67. 04. 01. 02 
67. 50. 22 


?f?I^H+-ATPT— "^'Vl V-S 
4 KD -fr V'^^:=i h : H+-ATPase 
VI domain 54 KD subunit, vac 

uolar 


DEL005 


YHR026W 


67. 04. 01. 02 
67. 50. 22 


KlflSH+-ATPr — if 23 KD i^^^ 
h : H+-ATPase 23 KD sub 

unit, vacuolar 


DEL006 


YHR039C-A 


67. 04. 01. 02 
67. 50. 22 


mmi\+-^m ATP r— if vo k 

> 13 KD : H+ 
-transporting ATPase VO doma 
in 13 KD subunit, vacuolar 


DEL007 


YKL080W 


67. 04. 01. 02 

67. 50. 22 


?flteH+-S^ ATPT — ifVl K;^ 
>r V42 KD ^yz::L-.y ■ H+-AT 
Pase VI domain 42 KD subunit 
, vacuolar 
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DEL008 


YLR447C 


67. 04 
. 01. 0 

2 

67. 50 
. 22 


mJ\^H+-^^ ATPT— if VO K>^^ 
V 36 KD h :H+-ATPase 
VO domain 36 KD subunit, vacuola 
r 


DEL016 


YCR028C 


67. 21 


y<>' V-^^-^— ^ r--if : Pantot 
henate permease 


DEL046 


YLR292C 


67. 99 


ER^ i^y<^ m^Mmm-^^y^^^y 

h : ER protein-trans location com 
plex subunit 


UNCLASSIFIED 
PROTEINS 


DEL053 


YBL056W 


98. 


:^ X :7 r ^ — if PP2C : ser/thr pro 
tein phosphatase PP2C 


DEL017 


YDR149C 


99. 




DEL024 


YLR285W 


99. 


A. thaliana^ES^.^ ^"^"^^ iMMi^) 
: weak similarity to A. thaliana 

hypothetical protein 


DEL025 


YLR311C 


99. 


S. tarentolaeCD ^ y h iy— > ^ V 
7-^:^KG4 (ilSfS) : weak similar 
ity to S. tarentolae cryptogene p 
rote in G4 


DEL029 


Y0R331C 


99. 




DEL030 


YPR123C 


99. 




DEL035 


YDR525W-A 


99. 


PMP3/SNA1 (®fi^) 


DEL036 


YDR539W 


99. 


E. coli rtQ.h-Tte-&{^^m<DUM^ 
V^-^i^^W55.3 kDa (^fS : similari 
ty to E. coli hypothetical 55. 3 k 
Da protein in rfah-rfe intergeni 

c region 


DEL037 


YDR540C 


99. 


Xmm^^^-W^i^^ (SfS : simila 
rity to E. coli unknown gene 


DEL039 


YGL246C 


99. 


C. elegans F A-3^ ^^^^WiMMB. 
) : weak similarity to C. elegans 
dom-3 protein 
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DEL041 


YJL204C 


99. 


SNARE Snclpy 1^>r ^/Vt^lMiS : involved 
in recycling of the SNARE Snclp 


DEL042 


YLR282C 


99. 




DEL043 


YLR287C 


99. 


S. pombeiSiS^:^ >'-^^::J' KSPAC22E12 (^%m 
fS) : weak similarity to S.pombe hypo 
thetical protein SPAC22E12 


DEL045 


YLR290C 


99. 


S. pombefSi^:^^ ^-^^^ WSPCC1840. 09 (11 
^/y.) : similarity to hypothetical pr 
otein SPCC1840. 09 S. pombe 


DEL066 


YJL188C 


99. 




DEL067 


YJL192C 


99. 


mal : facilit^Htes ER export of the yea 
st plasma membrane [H+]ATPase, Pmal 


DEL068 


YJL211C 


99. 




DEL069 


YKL037W 


99. 


C. elegans ubc-2^ iMMW : we 
ak similarity to C. elegans ubc-2 prot 

ein 


DEL072 


YLR283W 


99. 


Smc2p (llSfijl) : weak similarity to S 
mc2p 


DEL074 


YLR312C 


99. 


iR^^y^^^:^ ; hypothetical protein 


DEL075 


YLR315W 


99. 


9yh r7t>'Jyt^^>^^^ A-IV(iiSfa 

) : weak similarity to rat apolipopro 
tein A-IV 


DEL076 


YLR320W 


99. 


H^W^^l^^^^ : hypothetical protein 


DEL081 


YPL030W 


99. 


C. elegans f^g^^V^^:^ (SfS) :simi 
larity to C. elegans hypothetical prot 
ein 



[0015] -^hK^ ^T(D%mm\^x^m\^fz.i2mm(Dih'^m's.(Do^immu±.(Dit^m 

[0016] ^3. m^Ki^^'T^W. 
[^3] 
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mm 




fim-T i ymf^m (oi.od 


2 


ftit— c-'ft:'^^*? J; tj^j^TK^b^if^ilt (01.05) 


1 


HbH. fl0fl:6^fc^ct U^-Y y :7 a y^y ^ FM-^sIt (01 

. 06) 


3 


^ ^yi/ly (03. 01) 


2 


^HflfijaM t DN A:/air v-^^^^^-^HSaj^ffl (0 
3. 03) 


4 


te^— mRNA<g^ (04.05) 


5 


X^^ — i/a^^) -Sfif^fP (06.07) 


1 


X^^^V3>^) —W:&W.a'i^(OTi^>y/U (0 
6* 10) 


4 


MmP^mm thimmm — M^mM (08.13) 


3 


^ v'X (13. 01) 


3 


^HSa^^-Y h-#paflS^)"fb(i4. 04) 


3 


(iiil'fl&jffi--f h ^ (67.04) 


4 


fiMit-liii^^* (67.50) 


4 


(99) 


4 



[0017] m\:^i&B^^mMir^mm^^i-^m^it. mm^x:fy^>hvfco m^^ 

mmtmmmm-ms^^im (08.13) . mm\^mmmmxms.i^m-4:t>^7j^?^:t::^ 

67.50) {*Mli;6S#^^o/Co 

(08.13). mrtli^MIP/^gSftffl^ 
-r:^>"|l^7jN^:^:^i5^v'::^(13.01). fiij^fjeit--r:^>^h7^:^^— (67.04) . Hi^iEit 
-W7^mM(67.50)l^mi^^^^MMl^X\^^^^^. _hfilOjtfH^<^5^. 50%^S-(D 

/ci-^i^S^^,$tL/Co fe^-mRNAfe^ (04.05) , mmMMtDNA^J^-m 

s^mm (03.03) . mm^^4h-mmi^mu.o4). ms^mmtDNA-^m-n^A^^ 

(03.01), SS:73i-rh(7;t—/V7^V^^^\ ^^;^7^-('^— V^3>-)-SS^'^#:<^ 

T-fe>'://K06. 10). ftit-T^y^^^^ (01.01). ftif-c-5g^. ^^{bi^f'^»( 

01.05) . mmm. ^y:ft2y<MVi'^m(oi.oe)hit^m«<7:)ft^m^m<m^i- 
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[0018] :^mmitmM!^^(Dm^mhm\^^^^t^^'(:'^^o ^^i^U^^i-i. m^i^i^K 

mmwic^n^umi&^i^coM^t'r^^t^^^x^^o 
[00 19] (2) mm vtimm^^m^<Dm.m 

xh^ a mmmt8immm:^^m^\^xr.mi^^nm'r^^t^^^x^^o ^^s-a-— ft 

#:itfe^fiS^ttf*. ataX^m^tlfcM^^^m—X^^WXh<0. 'ftfa.;^^^"^^ 

[0020] ^mm f*. ^t^!i^Mi^Mir^m^m^\^±vx^ ^^mB^mmw^mnu 

wm-r^^t^^^x^^o :^^mxix. !i^mcomBi^mm.<Dmi[:<DMmt\.x 
. y'^^^'yti^y'T^^^^^mmm(D^^^m^ m2m. mm±. 1990^^^?. i89 
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afe^(D^J|.^F^^6^(;itfaiJi-^;^&'efc^ (Barelle CJ, Manson CL, 
MacCeillum DM, Odds FC, Gow Na, Brown AJ. :GFP as a quantitative reporter of 
gene regulation in Candida albicans. Yeast 2004 Mar;21(4):333-40)o 

YPR036W, YDL151C, YDR027C, YGL026C, YGR180C, YHR026W, YHR039C-A, 
YKL080W, YLR447C, YDR127W, YDR150W, YGL240W, YGR006W, YGR105W, 
YJR104C, YBL058W, YCR028C, YDR149C, YGL206C, YIL036W, YKL119C, 
YKR082W, YLR226W, YLR284C, YLR285W, YLR311C, YML112W, YMR021C, 
YOR221C, YOR331C, YPR123C, YAL021C, YDL151C, YDR195W, YDR414C, 
YDR525W-A. YDR539W, YDR540C. YGL224C. YGL246C. YHR060W. YJL204C. 
YLR282C, YLR287C, YLR287C-A, YLR290C, YLR292C, YLR306W, YLR381W, 
YOL068C, YOR026W, YPL018W, YBL042C, YBL056W, YBL063W, YBR279W, 
YDR148C. YDR363W-A. YGL070C. YGL071W. YGL222C. YGL227W. YGR084C 
, YGR270W, YHL025W, Y1R026C, YJL188C, YJL192C, YJL211C, YKL037W, 
YLR234W, YLR266C, YLR283W, YLR307W, YLR312C, YLR315W, YLR320W, 
YLR344W, YLR345W, YLR354C, YMR032W, YPL030W, YPL129W, YPRO6OC0 

:7'7;^5;Hl*woo3/ol872^c|E^$tvTv^§o ;^^Kc>i^#t^*5v^T(*. woo 
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(Dm, 




YPR036W 


10 




YDL151C 


9 




YDR027C 


9 


StM:^hUOA, ^^tm^->v^JU. -^p A i^^:iu O A, hU^'x - ju;^::^ = ^p^-fK 


YGL026C 


9 


St:M:^hUOA, ^ ^ - JL- . hU :7x - ;^ = ^p ^ ^ . ±^ 1't 1^ - tK IS . fi^i 

^1=1, ll^tii}. SDS, DMSO, "^itWm 


YGR180C 


9 


i^^t;^^Jb 7Xlg. StM:M-UOA, "^PA^tJUOA. h U :7x " = P ^ F , 

ig-ZbH^TKIK. i^-fbia, SDS, DM so, ^itw^^ 


YHR026W 


9 


ju:^::( = ^7p^-<K. ^<tm-7Kig. il-ftiti, dmso, ig-fbSfJ 


YHR039C-A 


9 


ig^t^^JU^XiS. St:i^:;HhUO A. -^PAM^b'JOA. h U - JL- = ^p ^ -< K , 
^itm-7Km.. i^-fbiti, SDS, DMSO, igfbSil} 


YKL080W 


9 


±£lb^~7XIK. i^ibiti, SDS, DMSO, ±S -fb S 


YLR447C 


9 


StM:»-hUOA. ^it^—'v^^i. —Ouumt^'JO L.. h'J37i-JU::^:t = ^p^-<[^' 

. 1^ -f t IS ~ tR 15 . l^-ft^tV SDS. DMSO. Jt-ftSiU 


YDR127W 


8 


i^-lt hU37x-JL'7.::?=^P^-f i^^bm -7Xlg. 55fL M . ±^^blti. SD 

s. DM so. i^-fbffiiti 


YDR150W 


8 


i^-it^^JU 7X 15. St^-:M-UOA. -^'□A^^bUOA. h U 37x - Jl^ 7. :^ = ^ P ^ , 
l^-Ztm- 7X15. SitElti^. v7^>'ft:JtiiJC7A. l^-ftSiti 


YGL240W 


8 


J^^t^^Jb 7X15. hu:7x- Jbx;? = ^P^-<K. ^i'bm-7Xi5. i^T^ it^^JO 

A, SDS, DM SO, J^l'bSi'a^ 


YGR006W 


8 


i^^t^^JU^Xil. hu:7x- Ji.x:X = ^p^^K. J^-fb^ — 7X15. 5Jf^ig63, -fb^tJU 

A, i^ibiti. SDS. l^^bS^'o^ 


YGR105W 


8 


i^-fblti. SDS. DM so, ^itW^^ 


YJR104C 


8 


^■ft->^?JU7Xi5. Sti^:i-hUOA, —Ouu'm.t}')OU. h U :7x " = ^P ^ < K , 
ig-Zt 11 — 7X15. SDS. DM so. ig-fbSiti 


YBL058W 


7 


StM:^hUOA, hU37x -JUx:^ ^^jp^-f ±Sl'bm "7X^5. ID^^i^, ^^biti. dm 

so -r iT, ^ 


YCR028C 


7 


*I^bv^?^ JU 7X 15. |-'j3?x - JU = ^P^-f K . Ig-fb^ — 7X 15. fiTLit i^. SDS. DMSO 

. -fb s iti 


YDR149C 


7 


^ity-^}iy\<-%B.. st^T^huo A. — 9PAi^^'J9A, ^i'bm— 7X15. ^^yvib^u 
OA. ^{bi'o^ ^^bffiii} 


YGL206C 


7 


St^:*-hUOA. ^■ftm-->;^^JU. -^PAl^;tiiJOA. ^•fb^-7Xlg. ^-ftlti. s 

DS. DMSG 
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YIL036W 


7 




YKLl 19C 


7 


■ftroV sDs. i^i'tssn 


YKR082W 


7 


±1 -ft la D M SO . is: it W in 


YLR226W 


7 


ikit;^^)l7km. -^□Ait:t)UOA. h'j77x-JL'X::( = ^P^-<H^. i^^t^-^XIE. fi^L 


YLR284C 


7 




YLR285W 


7 




YLR311C 


7 




YML112W 


7 


JU^:^ = ^p^-<K. 1'b H ~ tK is , DMSO 


YMR021C 


7 


±^^t-^^jb7Xli. stM:M-uOix, hu:7x-ju;^:;^ = ^p^'fK. J^it^-7Xil.sDs 

'-'-A SO . 15 1'":. 55 


YOR221C 


7 


ikit^^)lyKm. St ^:M-UO A, i^^tl^-^XII, fi^fLl^lB. iti. DM SO , ^itS 


YOR331C 


7 


i^-ihiti. SDS. ^{tsiti 


YPR123C 


7 


^it^'i^ii'^i^m. St i^T^HhUC? A, ^'ftll--->^JU. h'J3?x - JL-:^:? = ^p^-f f^. 


YAL021C 


6 




YDL151C 


6 




YDR196W 


6 


7>^t;;biJOA. DMSO. 


YDR414C 


6 


-^PAM:^UOA. hU37x-JU7.::( = ^P^<H:. 1^ -ft 7X15. 0E^i^. :^-ftlti. ^ 

S I'n^ 


YDR525W-A 


6 


hU3?x - JL.7>:^ = i?p^-rH^. ^mm. i^<tm. sds. dmso. J^-ftsiti 


YDR539W 


6 


[^^J^:r-)\y7.X = '7n^^\^. ^imm. i^itm. SDS. DMSO. ±^ S 


YDR540C 


6 


hU37x - J^:? - i^P^-f P^. ll-fbrn— 7XSI, ^JTlMI^. SDS. DMSO. i^^bSi'a' 


YGL224C 


6 


it S 


YGL24eC 


G 


l^^t^^JU 7X hU^x - = ^P^< K, l^^blfa^ SDS. DMSO. J^i'bS i'o^ 


YHR060W 


6 


i^^b^^Ji^ 7X il. h'J - JU = ^^P^-f H . iSl't^ ~ 7X IS. l^ftia. DMSO. ±S-fb 

Sin 


YJL204C 


6 


hu^x - JL.:^:^ = ^p^-YK. i^itm-y^m. S^Mili. ±S -fbia. dmso. ig-fbSiii 


YLR282C 


6 


h'J3?x-jL';^;^ = ^p^-fp^. J^-fb^ — 7XiI. i^-fbiti. sds.dmso. J^-ZbSifi 


YLR287C 


G 


h'JT'x - = ^p^<f^. ±^{b^ — 7XII. ^jf^i^i^. SDs. DMSO. J^^bSia 



[|ft4-3] 
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YLR287C-A 


6 


[ J ^.7-7^7 -i- m \- m n ^(nm.m. m s s. s . :: S'-:: 


YLR290C 


6 




YLR292C 


6 




YLR306W 


6 




YLR381W 


6 




YOL068C 


6 


mm. i^itm. 


YOR026W 


6 


O 


YPL018W 


6 


hU77x - JUT.:^ = ^7p^^F^. i^'itm — ykm. ^imm. ^yyyitti^joi^. i^^ti'n^ dm 

so 


YBL042C 


5 


i^<tm-ykm. ^mm. i^<tm. dmso. i^^tw%i^ 


YBL056W 


5 


-■yaL.m:b^JO L.. ^uMm. ^^titi, DMSO. ±^^tlEI(} 


YBL063W 


5 


JL.7.:3; = ^?p^YP^. ±^ -ft ^ -7X11. ^^tlti. DMso. li-ftsiti 


YBR279W 


5 


^<t;<^ )l yK$R. -^PAit^UOA. ±£ -ft " IS . SDS. DM SO 


YDR148C 


5 




YDR363W-A 


5 


h u 7? X - ju ^ ^ = p ^ . ^im.%n.. i't . DM so , ±^ s iti 


YGL070C 


5 


hu:7x - ju;^:^ = ^p^-r i^it^ "^Xil, i^yi^ itti^jo Ia. sds. dm so. 


YGL071W 


5 


ii-(t -i?PAM*uoA. f-U3?i -jU7.::?: = ^p^-rf^. i^-fbm-^Xig. 


YGL222C 


5 




YGL227W 


5 




YGR084C 


5 


SitEMi^. l^-fbiti. SDS. DM SO. i^-fbSlti 


YGR270W 


5 




YHL025W 


5 


MSO 


YIR026C 


5 




YJL188C 


5 


Mitm-ykwt. ^mm. ^<tm. dmsg, ^^twm 


YJL192G 


5 


h 'J 7? X - jb 7, a = p ^ , {t 1^ — 7X 1^. ^imm. it . D M s o 


YJL211C 


5 


i^it^^Jiy^m. hU:7x - jux::^ = ^p^^F, dmso. i^i'tsiti 


YKL037W 


5 





[^4-4] 
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YLR234W 


5 




YLR266C 


5 


i^itm — -v'7}i. hu:7x - j^7.:x = ^□^^^^, -f h ^ — tK is . g^lI^Ii^. ±^^tib' 


YLR283W 


5 




YLR307W 


5 


h'JT7x - ju 7,:^ = ^n^-i-T , ±^^tm~7Xig. i^^tlt^, DM so., i^^tffiiti 


YLR312C 


5 


hU3?x -JL-i^i;? = ^p^-TF. i^-/bm-?X^g. sfEitiii. i^-fti'o^ ^^tsiil 


YLR315W 


5 




YLR320W 


5 




YLR344W 


5 


l^^t^ -7Xli, litEiliS. SDS, DMSO, J^itSiti 


YLR345W 


6 


5^ Mil. SDS, DM SO. ±£ {t S Iti 


YLR354C 


5 


1^-^1:^-7X15. i^-Zbiti. SDS. dm so. i^'itWi'^ 


YMR0 3 2W 


5 




YPL030W 


5 


hU37x ^^p^-f K i^^tm -7Xig. ^ruMlli. v7>^t.^'J0iA. SDS 


YPL129W 


5 




YPR060C 


5 


i^it^ -^—v-^ )i . ^ -it ^ —7X11- ±a-it SDS. DM so 



[0024] (3)^5/h 



[0025] (4) U)^ 

mmmi 



'WAiiX^^MWl^Yeast Deletion Homozygous Diploid (YKO Plate sets: Yeast 



Deletion Homozygous Diploid complete set, ResGen , Invitrogen) '^^^ l^fCo 
it-IS^lS^tt^DBttJiSaccharomyces crevisiae BY4743-efc§o ^ft^^it-fe^fi^; 
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. ;2p:^i^(D>t«f^(iHomozygous diploids ^LT^W RTI^^ceit'fe^^ 

('^r^;?7/V7V— h)tCl. SemiC::^^;:::— (DJF^j^^ia^bfCo 

[^5] 



No 




mm 


COOIP 




0. 07iiM 


0. 2iiM 


0. 6iiM 


C002P 




0. 3raM 


IraM 


3mM 


C003P 




IrnM 


3raM 


9mM 


CO 04? 




0. 3mM 


1 niM 


3tTiM 


C005P 




0. OOTmM 


0. 02mM 


0. 06mM 


C006P 




0. 033mM 


0. ImM 


0. 3mM 


C007P 




2. 67mM 


8mM 


24mM 


C008P 




6raM ilSraM 


54mM 


C009P 




0. 67raM |2raM 


6mM 


COlOP 


SDS 


0.003% ^.01% 


0. 03% 


COUP 


DMSO 


1% |3% 


9% 


C012P 




3. 3raM jlOmM 


30mM 



[0029] b)ltM 
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*5j;u^^itMtg (^w^t>b< fi^wiiS) ^mmt\^x\^ 

[1^6] 











0 


4149 


1 


348 


2 


135 


3 


59 


4 


61 


5 


32 


6 


21 


7 


16 


8 


6 


9 


8 


10 


1 


11 


0 


12 


0 



[0030] mm^^mW^f^4800(D^ib. 10®S(Z)jb#i^Ki-i^§:'l4^^i-itfe^^«^* 

[0031] m?. 5)^±<D^[:^!i^Mi^m^ii^^\^f^m.'m^^mw 
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j-A-r IJU- -Utf- Ay 


mm ^ ivX 


fl-y^ frfr ^Ki- 


DELOOO 


YPRoaew 


10 


DELOOl 


YDL151C 


9 


DEL002 


YDR027C 


9 


DEL003 


YGL026C 


9 


DEL004 


YGRISOC 


9 


DEL005 


YHR02BW 


9 


DEL006 


YHR039C-A 


9 


DEL007 


YKL080W 


9 


DEL008 


YLR447C 


9 


DEL009 


YDR127W 


8 


DELOlO 


YDRISOW 


8 


D^^T : 


y:tI,x4 1vV 




DEL012 


YGROOBW 


8 


DEL013 


YGR105W 


8 


DEL014 


YJR104C 


8 


DEL015 


YBL058W 


7 


DEL016 


YCR028C 


7 


DEL017 


YDR148C 


7 


DEL018 


YGL206C 


7 


DEL019 


YiLosew 


7 


DEL020 


YRL119C 


7 


DEL021 


YKR082W 


7 


DEL022 


YLR226W 


7 


DEL023 


YLR2S4C 


7 


DEL024 


YLR285W 


7 


DEL025 


YLR311C 


7 


DEL026 


YML112W 


7 


DEL027 


YMR021C 


7 


DEL028 


Y0R221C 


7 


DEL029 


Y0R331C 


7 


DEL030 


YPR123C 


7 


DEL031 


YAL021C 


6 


DEL032 


YDL151C 


6 


DEL033 


YDR195W 


6 


DEL034 


YDR414C 


6 


DEL035 


YDR625W-A 


6 


DELOSe 


YDR539W 


B 


DEL037 


YDR540C 


B 


DEL038 


YGL224C 


6 


DEL039 


YGL246C 


6 


DEL040 


YHR060W 


6 



[|ft7-2] 
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YJL2n Ij 




DEL042 


YLE282C 


6 


DEL043 


YLR287C 


6 


DEL044 


YLR287C-A 


B 


DEL045 


YLR290C 


6 


DEL04B 


YLR292C 


6 


DEL047 


YLR30eW 


6 


DEL048 


YLR3S1W 


6 


DEL049 


Y0L068C 


6 


DELOBO 


Y0R026W 


6 


DEL051 


YPL018W 


6 


DEL052 


YBL042C 


5 


DEL053 


YBL056W 


5 


DEL054 


YBL063W 


5 


DEL055 


YBR279W 


B 


DEL056 


YDR148C 


B 


DEL057 


YDR3e3W-A 


B 


DEL05S 


YGL070C 


5 


DEL059 


YGL071W 


5 


DELoeo 


YGL222C 


5 


DEL061 


YGL227W 


B 


DEL062 


YGR084C 


B 


DEL063 


YGR270W 


B 


DEL064 


YHL025W 


B 


DEL065 


YIR026C 


6 


DEL0B6 


YJL188C 


B 


DEL067 


YJL192C 


B 


DEL068 


YJL211C 


B 


DEL069 


YKL037W 


B 


DEL070 


YLR234W 


5 


DEL071 


YLR2eec 


B 


DEL072 


YLR2S3W 


B 


DEL073 


YLR307W 


B 


DEL074 


YLR312C 


5 


DEL075 


YLR315W 


B 


DEL07B 


YLR320W 


B 


DEL077 


YLR344W 


5 


DEL078 


YLR345W 


B 


DEL079 


YLR364C 


B 


D^', IS 1 




." 1 


DEL081 


YPL030W 


5 


DEL082 


YPL129W 


5 


DEL083 


YPR060C 


5 



[0032] mmm2 
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m'Bi^mmmt.mm^rifcMB^i^xoxu^wmm7()^^'Mi^m<^j:^^t^^ 

SDELOOO, DEL002, DELOll, DEL014, DEL016, DEL019, DEL022, D 
[0033] 2) ?F^®fe^#:(Df^^ 

p-YBR072W(YBR072W(D:/ti^— ^5^— (DT^JKi^GFP^iS?^) iSXXfp-YPLniC ( 
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S^#it'fe^YBR072WO7°n^— gE^!j:^-^tf 4<y>?i5^1^:^^K (SCPD : The 
Promoter Database of Saccharomyces cerevisiae(CC^;^)(@E^[J^"^l)^PCR(31J;^9 

-efcSOligo4.0-S, SequencherI^2/^^^b5/->^)iS^ffiV>-C^ffb. T^y^<—:/y4'^ 

GCAGTCAACGAGGAGCGAATCAG (@E^IJ#-^2) 

GTTAATTTGTTTAGTTTGTTTG (SB^IJ^^S) 
^b/Co PCR(i7^>':/lx—h^bT^SO^-fe#: (Saccharomyces cerevisiae S288C, 
Cat.40802, Reserch Genetics, Inc.)^ffiV\ fe^^Ji rf?|g(^^5^h (KOD DNA 
Polymerase ; =i— KKOD-101 ^ Toyobo) ^iKffl b;^Co 

5pYES2 (pYES2, Cat no:V825-20, Invitrogen Corporation, USA) (R.V\/.:t—/W. 

s.B.y]} j>>vi—^ mu^m¥(DmM mmm^]^, mmm. pp.234-263, 2000))^^ 

(Cat no.54-0082, ^B3feM^X||(^)) <^GFP(Z)§|55> (@a^lJ#-^4) ^ffiV ^^Co ^ P 
YES20#Mi^n—:=::yi/g|5'^ (multiple cloning site)(DrpiZGFP(D:^]}^^U:^^}i' 
^WA\^tc^^^—^i¥)3^\^fCo ^V^-C\ pYES2(DGALl:7'n^— iJi'— 

[0034] ^C07°7;^5:K^i^^— "C^^Saccharomyces cerevisiae BY4743 (YKO Plate 

sets: Yeast Deletion Homozygous Diploid complete set, ResGen , Invitrogen) 
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l)^#?WJ3SSaccharomyces cerevisiae BY4743^YPDj^Ji&200mU;i-COD660;6SO. 5 

4) 300 iu l-fo^l^LlO fx l<D_hWB7°9;^5:K^i^i5'— 30°C30^J§*i-^o 

5) 700ju l(Z)5O%PEG4000^^;tJPb. 30°C60^^i5i:t#i~§o 

7) iMy/vif h— /v-e2iHii5fciti~^o 

[0035] ?1^Wtei^<Dflt^(*^4Rj0J^fi (SDj#J^& (Yeast nitrogen base without amino acids 
(Difco 0919-15) + ^VV=t— ;^ + T5:y^(t;^^v?>'. n^i^^) {Cj;<9fTofCo jliRJ^ 

[0036] p-YPL171C(i^(Dj;5f^L-C|^MbfCo 

^#it'fe^YPL171CO:7°ci^— i5^— ia^lJ^tP/K!;p?i?'l^;^^K (SCPD :The 
Promoter Database of Saccharomyces cerevisiaef-l'C^7]^)(@fl^[Jli=-^5)^PCR(31J;!9 

iiii©'rsfcfe(D:7'^-r-^— ^f^^bfco :/^-r-^— f*:/9-r-^— ^ffffl<Dy7b'^aiT 

-efo^Oligo4.0-S, Sequencherl-^iy^^h^/v^^KR^fflV^-C^tfb. T^/^^— 7^9^-^ 

ACGCCCCTTCCTTTTTCCCTTTC (@E^lJ#^6) 

CTTCTAAATTTAAACTTCGCTA (iH^IJ#-^7) 
^bfCo PCR(i7^:x:/lx—h^LT^S<Z)^-fe#: (Saccharomyces cerevisiae S288C, 
Cat.40802, Reserch Genetics, IncJ^^V^, p:Mi~ir^^(7)^iyh(KOD DNA 
Polymerase ; KKOD-101 , Toyobo) ^-^ffl LfCo 

5pYES2 (pYES2, Cat no:V825-20, Invitrogen Corporation, USA) (R.W.:^— 

s.B.7°y^i3w-x jt^^^f^<Diga mmM5m, mm.m, pp.234-263, 2000))^^ 
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(Cat no.54-0082. ^P3feM^X||(^)) (DGFP(Dg|55>(@S?IJ#-S-4) ^ffiV ^/Co ^-f ^ p 
YES2(D#Mi?n—^;Xi/§P'^ (multiple cloning site) Octit^GFP(DJK!J5^i5^W:^5^K 

[0037] ^{C, ^(D7°7;^5:K^i^i5^— 'C^^Saccharomyces cerevisiae BY4743 (YKO Plate 
sets: Yeast Deletion Homozygous Diploid complete set, ResGen , Invitrogen) 

1) ^#?WJiSSaccharomyces cerevisiae BY4743^YPDj0J^fe2OOmUz:TOD66O;65O. 5 

2) ^0b-C5mlcOTE-bufFer(;i!KI^-t"'5o 

3) 2.5M(D]}^^J^T±T^h250 n h^WiW^t^o 

4) 300 n l-f o^^iblO ju \<D±M':^'7^^V^^^—^Wmi.. 30'C305>i#*i~'5o 

5) 700ju l(D5O%PEG4000^^;!jPb. 30°C60i>Mi:5it#i~^o 

[0038] ff^®fe|^(Dfl|^{*]S#ij0J^6 (SDi^J^fi (Yeast nitrogen base without amino acids 
(Difco 0919-15) + i^Vk=f— ;^+T^7^(t;^^i^>-, f^j;«9tTofCo MW^ 

[0039] 3) wi^^mmm^'^mk 
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EPICS XL-MCL, Bechmancoulter)^ffiV^-CffS!jL. itiS^-trfeSGFP 
(green fluorescence protein) (D^^Mtl^fCo i^-f h^— ^^7— tcj;«9lS!)^'Ci;5" 

[0040] 4)J^M 

it'S^^^ttDELOOO, DEL002, DELOll, DEL014, DEL016, DEL019 
. DEL022. DEL025 (^7) ^4^;^^ilfflJla^bfcJ#-^<D:/cl^— ^5?— T5/-fe^&<D^^ 

o 

Ullfi^ it^S^^^S^*DELOll^S0;^(Ol/3(D^iit^C*DV^-C7«i5^^t:^-:^hy!>-^ 
|112(*. it'(S^^lS;KtoEL011^S^tt(Dl/10cDiiS, it'fe^l^^ttDEL014 

l/3(D|iS, DEL016^Si/3(Dii^, DEL019025;i)Si/3(Z)|^S, it'fe^ffi^^ 

Ill4fi. iHS^|g^ttDELOOO^S0;^(Dl/'3(DiiS. atte^fiS;^ttDELO 19)55 
l//100<D|gS> DEL022;6U/10<D|gS> jt'fe^^5S^ttDEL025;6n/3<D|gS 

05}*, it'g^5K^^DEL011;$S^^5fe(Dl/10(D^gS^ jt^^fi^^^DELO 1 6 

DELOOO, DEL002, DELOll, DEL014, DEL016, DEL019, D 
EL022:}oj;U?DEL025(*, m^Xh^BY4743X'0i[:^^Wi^Mir^lt^^i^7!)^3i^ 
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[0041] 

a-i) m.^^mmm^m.m^^^^yVY^j^ 

7i^4oft§YPR036W(DELOOO) , YDL151C (DELOOl) , YGL026C (DEL003) , 
YHR039C-A(DELOO6) . YKL080W(DELOO7) . YLR447C (DEL008) . 
YGR006W(DELO12), YGR105W(DRLO13), YJR104C (DEL014) , YGL206C ( 
DEL018) , YIL036W(DELO19) , YKL119C (DEL020) , YLR226W(DEL022) , 
YLR311C (DEL025) ^jgiRb. ^M^th(Di&m^^^^'^4-y>m'\^^<^t^<Dj^^M 

ORFti*5ft§N^MlJ (ORFCupper)) ^^UCM)^M (ORF(lower)) ^ffi V ^fCo T'^-T 
-^—(DOY(Ft(D^m^M (ORF(upper)*Dj;U^^ORF(lower)) (D;S:$(i45^/cfi50bp^ 



ORF (upper) 






ORF (lower) 



m 1 kb) 



^^7V— h^LTPCRMi^^^trv ^MMMMl^tM^. ^TOit^^cD^ 7^-^—1^:13 

[0042] a-2) 3>-t:°7^^h • -fe/K75f^^*D 

^#it'fe^fife;^t*^'f^^i~§^(*W303 a^-^M ATCC200903 (MATa ade2-l 
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trpl-1 leu2-3 leu2-112 his3-ll his3-15 ura3-l canl-100)^W3O3 a^-^M 
ATCC201238 (MAT a ade2-l trpl-1 leu2-3 leu2-112 his3-ll his3-15 ura3-l 

canl-100)^fflV^/Co W303a^'^M^XUW303 aM^M<D=ily}^°T>h''^/^^i¥ 

h'-t/^(Di'^^^XXfMS^^i^^9k(D^-yh(S.c. easyComp™ Transformation Kit 

: Invitrogen)^^V'>}^o 
[0043] a-3)j^M^^(Dmm 

[0044] b) J^^^-a-^f^ft:. ^'Ttim^r.i^i^(Di^m. 

Saccharomyces crevisiae a ^XXI a (D^^^(D^^^Wi^%-^i:^^ir^^tl^XK)a 

lal^(Dit'fe^t3:oV ^XM^l^MMMi^^ff<^ftW303 a^^m (ATCC200903) 
W303 a (ATCC201238) l^^mff (^WA'^^M^-^^^T/l^ : %W 

W^^^ p83-92) tCj;(9^'^^^f V ^Homozygous diploids (:!J^^^'a'n^§#:) ^{^^ 
UfCo *fc. W303 a^-^M^itfe^fiS^^^f :b7^ev ^W303 a^-a^MC*^'^^!^^ 
(D^i-^-e^TV^ Heterozygous diploids (^^"0^-^- ^{-^^LfCo 

^(Di|/^^f^t^j;«9^7(^d3tt§DELOOO. DELOOl. DEL003. DEL006. DE 
L007, DEL008, DEL012, DEL013, DEL014, DEL018, DEL019, DELO 
20, DEL022, DEL025(Z)^^^'a-^{^#:^f^^bfCo *fc. DEL006, DEL014 

^XXlDKl.O22tmi^^0^mW^^^^^f^^'TV^^r^i^i^ (l^T. DELOO 
e^T^n^-a-— DEL014^7^n^'a^^{§#:, DEL022^7^ng-a^^fg-#:^fE 

J^). $feiCDEL000^DEL014^S^$-li:fc^7^nS-a-^f§#^(J^T^ DELOOO/ 

[0045] c)y°vi^—^—Try^4^^M^^i^<Dff)j^ 
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jt'fe^^;^l*<^ffi^'e$)§W303 ATCC201239 (MATa/MAT a leu2-3/leu2-3 
Ieu2-112/leu2-112 trpl-l/trpl-1 ura3-l/ura3-l his3-ll/his3-ll his3-15/his3-15 
ade2-l/ade2-l canl-lOO/canl-100) jo J:U?f^^b/cat'fe^fiS;K*5fe^^ (D=i^t:°7^ 

|g<D:7°7:^5:K^ p-YBR072W(YBR072W(Z):/n^— i57— (DT^t^GFP^iSM) joJ;t)^^ 
P-YPL171C (YPLlTlCOyV^— cDTi)fE(-GFP^ig*^) ^.^V ^T^f^Kfe^bfc 

o 

PIfB (^fi^ p-YBR072W^^(D#&tiJ;«9li$iU/Co 

^#it'fe^YBR072W<D:/ci^— i5^— iS^J^-^tf jKyp<i5^1^:^^K (SCPD : The 
Promoter Database of Saccharomyces cerevisiaei^lX^:^) (@E^lJ§"^l)^PCRi^lj;f 

-e$)§Oligo4.0-S, SequencherI-r:ydr^|>vy^>^|{;g^^V^-C^f+L. Ti/^"^— Z?"^^-^ 

GCAGTCAACGAGGAGCGAATCAG (@E^IJ#-^2) 

GTTAATTTGTTTAGTTTGTTTG (iS?'J#^3) 
^LfCo PCRfi-T^^^v^W—hirLT^fttD^-fe^: (Saccharomyces cerevisiae S288C, 
Cat.40802, Reserch Genetics, Inc.)^ffiV\ ^^(i rfJlS^O^^yh (KOD DNA 
Polymerase ; =3— KKOD-IOK Toyobo) ^ffiffi LfCo 

§pYES2 (pYES2, Cat no:V825-20, Invitrogen Corporation, USA) (R.W.:^— 

s.B.7°yi^n— X m'^i^mi¥(DmM mmm5m.. mmm, pp.234-263, 2000))^^ 

V^fCo *fc. iJ^^^-^i^eOFP^^— Ki-§#yp<i^l/:^^Kf*^i^i5'— pQBI 63 

(Cat no.54-0082, fP^|>fi^X||(tt))(DGFP(D§|5:9'(@B^IJ#-^4)^ffiV^fCo ^ P 
YES2(Z)#Mi5^n—:::^^i?"lH5'6^ (multiple cloning site)(Z)tti(CGFPO:!Ky^i^W::^^K 
^ifAb^c^^^— ^-ft^bfCo lfeV^-C\ pYES2(DGAL17°n^— (DtP^^^S 
jt^^^-efe-5YBR072W<D:/ti^— ^57— MB^iJ^tf :iKy^i^l/:^^K^gi^L. g 
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1) ^©ISaJ5SSaccharomyces cerevisiae WSOS^YPDif J^&200mU^'COD660^So. 5ti 

2) ^0LT5inlCOTE-bufFert^^^i-5o 

3) 2.5M(D!;^^7^Tir7^^h250 L^WiW-t^o 

4) 300 M 1-f O^i3£bl0 n l(Z)_htEy^^;^^K^^i5^— 30°C30^ig#-r§o 

5) 700 n 1050%PEG4000^J^;!jPb> 30°C605>M^5J#*i~^o 

(SDigi^a (Yeast nitrogen base without amino acids 
(Difco 0919-15) + iJ^VV=i— ;7?. + T5:y^(T-T'^^. h])y'h'7r>. n-fi^ 

^WA^^YPLniC(D:/vi^—^—M^\\^t^yi^])^^U:t'f-}^^ (SCPD :The 
Promoter Database of Saccharomyces cerevisiaei^lX^i^) (@B^'J^"^5)^PCR{>1 j;^ 

■trfeSOligo4.0-S, SequencherI-r5/^^h2/^>:3.)ig^>^V^-C^f+b. TiX^-^— 

ACGCCCCTTCCTTTTTCCCTTTC (@a^lj#^6) 

CTTCTAAATTTAAACTTCGCTA (ia^lj#^7) 
^LfCo PCR(i'7^:/:7']/—h^L'C^ftC)^-fe#: (Saccharomyces cerevisiae S288C, 
Cat.40802, Reserch Genetics, Inc.)^ffiV\ ^^{i rf?|g(D^5/h (KOD DNA 
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o 



Polymerase ; KKOD-101 . Toyobo) bfc 
'5pYES2 (pYES2, Cat no:V825-20, Invitrogen Corporation, USA) (R.W.::^— yVK. 

s.B.y°])j>.v2-~^ m^^mi¥(DmM jk#^5ik, mmm, pp.234-263, 2000))^^ 

(Cat no.54-0082, ?B3feM^X||(^)) (DGFP<Z)fP5^ (@S?IJ#-^4) ^fflV ^/Co ^ p 
YES2(D#Mi5^n—^^ifg|5'^ (multiple cloning site)<DrpiZGFP(D:^])^^U:^^}i^ 
^WAl.tc^^^-~^i¥)3^l.tlo ^V^-C\ pYES2(DGALl:7°n^— 

Ate^^i?fe^YPLi7ic<D:/ci^— @a^!J^-^^f/J<y^^^lx;?^^KM^^b. n 

1) ^©^Ji^Saccharomyces cerevisiae W303^YPDjg±t&200mliCTOD660;aSO. 5iZ 

3) 2.5M(Dy^'>AT-fe7^^h250 ^ L^^jjPi-^o 

4) 300 M l-fo^iiLlO ju l(D±my9^^V^^i^—^^l^lJQl.. 30°C30^jg*i"^o 

5) 700 n l(D5O%PEG4000^^;!jPb. 30'C60^Sgi!5i##-^^o 

?f^Kfei^<^ffilM}i5^JRi$ife(SDi;§M (Yeast nitrogen base without amino acids 
(Difco 0919-15) +^/V=i—::^+T^ym(TT^^:y. hy^^h^T^. 



[0046] 2) i[:^^Mm^\^m 
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(D^^^:7n— ih^M— (FITC:7^/Vi5r— , EPICS XL-MCL, Bechmancoulter) 
^ffiV>-Ctf-S!lb> '^—;^—jt'^^'Cfc§GFP (green fluorescence protein) CD^JI. A 

&±: EH 

at'fe^^^ttDELOOO, DELOOl, DEL003, DEL006, DEL007, DEL008 
, DEL012, DEL013, DEL014, DEL018, DEL019, DEL020, DEL022, D 
EL025 (Ml) c04N^^-^^f§^^*;^MfflJJS^Lfc#'^(D7V^— ^5^— T5/-fe-r^(D 
^m^SS^^ftbfCo $bt;iDEL006. DEL014*Dj;OTEL022i:jlfe^#fig^ 
^(D^T^^^r.i^W: *fcDEL000i:DEL014(D-^^a^'^n^§#:^/-J^^h^lS 

[0047] me: DEL003, DEL006, DEL008, DEL014, DEL019^DEL022(i|Rlitig 

Ml'. DELOOOJ^N^S-^^fg-^:. DEL014^^n^'^^'f§#:, DEL014(7)JiN^S 

-a'^f§#:*5j;U?DEL000/014-^7^nM-^-f§fr}i|aimS(Ojl:#i^«:ft#t^J;«9 

ElB: DELOOl, DEL006, DEL007, DEL018, DEL019, DEL020, DEL02 
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1219: mm&<Dih^mMikmi^^^M'&i^^mwx'ommh\^<n^th&^±<Dm 



010: DEL006, DEL007, DEL012, DEL013, DEL020, DEL022^DEL0 



mil: mm&(Dit 



[0048] ^^^/]^:fu—hKx^^t^mMm^^^m(Di^^^^hmB^w^m^mnu 
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[1] 



[2] 



[3] 
[4] 



[5] 
[6] 



itm (01) (DT^/mixm (01. 01), mm^xximMitm (.01. 02), ^^u:t^}^^itm 

(01.03). y^^ftit(oi.o4). c->fb'a^i^^3J;u?^7K^bW-tit(oi.o5). mm 

m^xxf4yyvi^<MVitm (01.06), =^^T^^-^xxjpmx^^m<Dit 

it(01.07); 

'MSkMMtDNAy'ti^^y^^ly^^OZ) (Z)DNA7°niriy-»'i/ (03.01) , ^JiSj^^ ( 
03.03) ; 



;^ (04) CDmRNA (04.05) , RNA (04.07) ; 



(05) (Dy.i^y^--^.^-^^ (05.01) . 



(05.07) ; 



S:7ai-rh (06) (DSei5'—<5^V7"-Y^i^\ Mli. fefi (06.04), (06.07), 
eit^#:(^T-fe^^/V(06.10). Sa5^j!S6^^«(06.13) ; 
mf^^3^^fiij||^« (08) (08.01). /J^JiSliJi^ (:=r/V>?^.iyhr7-^^.)( 
08.07) , «^j^(08.13) . |fflJS^#A(08.19) . (08.22) . ^(OMf^ 

lii^^tt (08.99); 

ms^^:^^^—, mntmm^(ii)<D:^hi^:^}ts^(ii.oi),mn(ii.o7) 
mM^nmMM/^:s.Y^m (is) (D^:ty''m^?^:t:^^i^:^ (is.od . isMStt^ 



j^;:^(i3.ii); 
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mm^(DaiJ^ (30) (30.01) (30.04) . ;K (30.10) . ^hri^-Ky 

T (30.16) ; 

lla^fJEii (67) (D4:t^^hy:y^^—^-~ (67.04) . }f^^v^/=i:7r^^—hy:y:^^— 

(67.21) . lij^aW (67.50) . #.(D!|iil5^{JEjt (67.99) ; 
(98) ; ^^Xl/ip.fz.U 

T^i^^sa (99) \z.ji^m^ti^. mM^mm,(D^mo 

WiM^fh^V<M{QiyM.^^ti^YGh02&C. YGR180C, YDR127W. YCR028C, 
YLR284C, YOR221C, YAL021C, YGL224C, YBL042C, YDR148C, YHL025W, 
YLR307W. YLR345W. YLR354C. YPL129W. YPR060C-efe§W^^6|B^O^& 

o 

5^;^$ tl.'SlSaJiSJS Si ^DNA:/n -k-5^i>-^i5^X03)it'g^;5SYGRl 80C, YDRl 50W, 
YGL240W, YBL058W, YIL036W, YLR226W, YLR381W, YOR026W, YPL018W, 
YBL063W, YDR363W-A, YIR026C, YLR234W, YMR032W, YPL129W-efc§ft^ 

WM^fl^^'^iOA) it'fe^^;65YGR006W, YIL036W, YKR082W, YLR226W, 
YML112W. YMR021C. YAL021C. YDR195W. YOL068C. YBR279W, YGL070C. 
YGL071W, YGL222C, YHL025W, YLR266C, YPL129W-efc'5W^^6|E^(D;^^ 

o 

fiS;K$tl"5Sa-^^(05)it'fe^^5YBL058W. YLR287C-A. YGR084C. YLR344W 

W^^fh^W^^ ^^V{OQ)M^^ti^Yi^hO%Q\N . YLR447C, YGL240W. YGR105W 
, YGL206C, YKL119C, YDR414C, YHR060W, YLR292C, YLR306W, YGL227W, 

YGR270W-efc§tt^^6fB^O;^lfeo 

^M^fh^MM\H^^hWiW^M{OSyA^^ti^YFRQ'im^ YDR027C. YHR039C. 
YKL080W, YLR447C, YGL206C, YKR082W, YLR292C, YBL063W-efe'5ff ^Jfi6 
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[14] mm^th^mMn)mm^i>^YiR104C, YMR021C-efc§»^^6fB«<D;^&o 
[15] ^m^tl^MM\HMMX^^Ki^m(l^)Mi^^^^YPR036W. YHR039C-B. 

YKL080W, YLR447C, YGL071W, YIR026C-efc'5fft^3S6fBSc(D;^&o 
[16] |g^$tL§lfflJi^^cn^h(14)it'(S^dSYDL151C. YBL058W, YKR082W, YDL151C 

, YOL068C, YDR363W-A, YHL025W, YIR026C, YLR307W, YMR032W, 

YPL129W-e$)^ft^:S6fB^(D;^?io 
[17] ^M^tl^MMBM(DmMi'i0yM^^:d^YDR027C. YDR414C. YLR381W. 

YGR084C. YMR032W-t?fe^ff^lH6tEft(D^&o 
[18] i^M^tl^Wi^i&jMieiTM^'^/^^YPROSeW, YHR026W, YHR039C, YKL080W. 

YLR447C, YCR028C, YLR292C-efc^ff ^lM6|B^(0;^)feo 
[19] fiS^$tb§*5>M98)jt^^^^SYBL056W-efe;5»^J®6tB4feO;^&o 
[20] fig^$tt^*5>MM S(99)it^^;6SYDR149C. YLR285W. YLR311C. YOR331C. 
YPR123C, YDR525W-A, YDR539W, YDR540C, YGL246C, YJL204C, YLR282C, 
YLR287C, YLR290C, YJL188C, YJL192C, YJL211C, YKL037W, YLR283W, 
YLR312C. YLR315W. YLR320W. YPLOSOWefe^W^^efB^CO^&o 
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